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Method
ctho DSC (%) clDice (%) DSC (%) clDice (%) DSC (%) cIDice (%)
Traditional

Frangi Filter (Frangi et al. 1998) 41.30 40.91 64.01 65.73 58.46 57.15

From Scratch
U-Net (Ronneberger et al. 2015) 58.27+1.33  59.70+1.40  78.72+0.74 82.68+t0.87 68.63+2.80 63.47+3.33

97+0.71

P 36+1.17
Masked Image Modeling
MAE (He et al. 2022) 68.17+0.29  69.89+0.22 83.53+0.14 87.37+o021  76.43+0.17  72.58+0.49
SimMIM (Xie et al. 2022) 66.92+0.43 68.93+071  82.24+0.34 85.77+0.17  75.10+0.36  69.98+0.42
AMT (Liu, Gui, and Luo 2023) 68.15+0.23  69.77+0.38 83.47+0.09 87.40+0.04  76.51+0.20 72.60+0.44
DeblurringMIMT (Kang et al. 2024) 68.60+0.44  70.21+0.37  83.85+0.09  87.78+0.20 77.02+0.08 73.58+0.19
CrossMAE (Fu et al. 2025) 62.40+0.33  64.23+0.27  80.07+0.13  83.45+0.19  72.25+0.24  65.94+0.15
HPM (Wang et al. 2025) 066.82+0.28 68.49+0.41 82.61+021 86.18+0.10 75.48+0.19  70.79+o0.26
CheXWorld' (Yue et al. 2025) 67.95+0.26 70.31+0.48  80.64+0.31 82.65+0.31  73.74+0.24 67.13+0.32
VasoMIM 68.85+0.47 70.56+0.36 84.49+0.17 88.33+0.09 T7.52+026 74.18+0.34
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Setting SS (x107%)1 CHI* DBI | BRI

w/0 Lcons. —4.19 17.11 20.32
W/ Lcons. 0.54 607.24 4.03

SS: Silhouette Score; CHI: Calinski-Harabasz Index; DBI: Davies-Bouldin Index.
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